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PUBLISHER CORRECTION Open Access

Publisher Correction: The genome of the
stable fly, Stomoxys calcitrans, reveals
potential mechanisms underlying
reproduction, host interactions, and novel
targets for pest control
Pia U. Olafson1*, Serap Aksoy2, Geoffrey M. Attardo3, Greta Buckmeier1, Xiaoting Chen4, Craig J. Coates5,
Megan Davis1, Justin Dykema6, Scott J. Emrich7, Markus Friedrich6, Christopher J. Holmes8, Panagiotis Ioannidis9,
Evan N. Jansen8, Emily C. Jennings8, Daniel Lawson10, Ellen O. Martinson11, Gareth L. Maslen10, Richard P. Meisel12,
Terence D. Murphy13, Dana Nayduch14, David R. Nelson15, Kennan J. Oyen8, Tyler J. Raszick5, José M. C. Ribeiro16,
Hugh M. Robertson17, Andrew J. Rosendale18, Timothy B. Sackton19, Perot Saelao1, Sonja L. Swiger20,
Sing-Hoi Sze21, Aaron M. Tarone5, David B. Taylor22, Wesley C. Warren23, Robert M. Waterhouse24,
Matthew T. Weirauch25,26, John H. Werren27, Richard K. Wilson28,29, Evgeny M. Zdobnov9 and Joshua B. Benoit8*

Correction to: BMC Biol 19, 41 (2021)
https://doi.org/10.1186/s12915-021-00975-9

Following publication of the original article [1], it was
reported that the article copyright was incorrect. The
correct copyright statement is:
© This is a U.S. Government work and not under

copyright protection in the US; foreign copyright protec-
tion may apply 2021.
The original article [1] has been corrected.
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